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In brief

Xu et al. identify the splicing factor PUF60

as a cell cycle regulator that promotes

lung cancer development and

progression. PUF60 depletion strongly

inhibits mitotic cell cycle progression, cell

proliferation, and tumor development of

lung cancer, which is attributed by

alternative splicing changes of cell cycle

genes, particularly CDC25C.

Xu et al., 2023, Cell Reports 42, 113041
September 26, 2023 ª 2023 The Author(s).
https://doi.org/10.1016/j.celrep.2023.113041 ll

mailto:gangcai@ntu.edu.cn
mailto:wangyongbo@fudan.edu.cn
https://doi.org/10.1016/j.celrep.2023.113041
http://crossmark.crossref.org/dialog/?doi=10.1016/j.celrep.2023.113041&domain=pdf
Administrator
高亮

Administrator
新图章


	CELREP113041_proof_v42i9.pdf
	PUF60 promotes cell cycle and lung cancer progression by regulating alternative splicing of CDC25C
	Introduction
	Results
	PUF60 upregulation in LUAD correlates with inferior survival
	PUF60 depletion suppresses cell cycle mitotic progression and LUAD cell proliferation
	PUF60 regulates AS of cell cycle genes
	PUF60 promotes LUAD cell proliferation by regulating AS of CDC25C
	PUF60 is a key regulator cell cycle mitotic progression
	CDC25C exon 3 inclusion is critical for LUAD cell proliferation
	CDC25C expression positively correlates with PUF60 and predicts poor survival in LUAD

	Discussion
	Limitations of this study

	Supplemental information
	Acknowledgments
	Author contributions
	Declaration of interests
	Inclusion and diversity
	References
	STAR★Methods
	Key resources table
	Resource availability
	Lead contact
	Materials availability
	Data and code availability

	Experimental model and study participant details
	Animals
	Cell lines

	Method details
	Construct
	PUF60 knockout cell lines
	Cellular phenotypic assays
	Xenograft tumor formation
	Mice model
	RNA extraction and RT-PCR
	Western blot
	Small interfering RNA (siRNA)-mediated silencing
	Cell synchronization and cell cycle analysis
	Minigene reporter assay
	Antisense oligonucleotide (ASO)-mediated splicing blockade
	Cross-linking immunoprecipitation followed by RT-PCR (CLIP-PCR)
	Nonsense-mediated mRNA decay inhibition (NMD)
	CHX treatment
	mRNA-seq
	RNA-seq data analysis
	TCGA LUAD data analysis
	Survival analysis

	Quantification and statistical analysis




